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Table 1 Genetic coefficients (GCs) of the CSM-CROPGRO-Peanut model

Abbreviation Definition Unit

Critical short day length below which reproductive development
CSDL h
progresses with no daylength effect

PPSEN Relative response of development to photoperiod with time h

Phenology parameters

EMFL Time between plant emergence and flower appearance (R1) Photothermal day
FLSH Time between first flower and first pod (R3) Photothermal day
FLSD Time between first flower and first seed (R5) Photothermal day
SDPM Time between first seed (R5) and physiological maturity (R7) Photothermal day
FLLF Time between first flower (R1) and end of leaf expansion Photothermal day

Growth parameters

Maximum leaf photosynthesis rate at 30 °C, 350 vpm CO, and high

LFMAX mg CO, m*s”
light

SLAVR Specific leaf area of cultivar under standard growth conditions cm’ g'1

SIZLF Maximum size of full leaf (three leaflets) cm’

XFRT Maximum fraction of daily growth that is partitioned to seed and shell ~ Fraction

WTPSD Maximum weight per seed g

SDPDV Average seed per pod under standard growing conditions No. pod"7

SFDUR Seed filling duration for pod cohort at standard growth conditions Photothermal day
Time required for cultivar to reach final pod load under optimal

PODUR Photothermal day
conditions

Source : Anothai et al. (2008a)
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Figure 1 Patterns of genotype x location (G x L) interaction expressed by different pairs of selected
genotypes: no interaction (a and b), non-crossover interaction (¢ and d), crossover interaction (e
and f) (Phakamas et al., 2010)
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