d‘\\?ﬂ"ﬂﬂﬂﬂﬂﬂ’“ NIZADHINARTANTIIN

TWNUMI IR T UANYITA

A
1393

a a (=} o a o a T
Uszansamnisaweu lyivesgauns dluszuumadues ln
Efficiency of Microorganism from Gastrointestinal Tracts of Chicken for Enzyme Production
AmzAR UMY

SH.0F0 gadnyal
TRIATHIANT LT anuaAs

RaH /
4o
e b... 121748236
. i{s\ﬁ i
ovmaion 140741 S

Swadous 24 N 2559

Tasumsmivayunnalszinaiiune 18 asamsiteds$1) wwiszana 2556

AnzNA U 1agNMInyag

anjuma lulagnwszaoumnaudnanisaianszaia



Uszansmmmsasudulasivesgdundluszvumadiuvermsla
uUnAneo

msanusz@nimwnsairueulmivesgdunid %mmmam%aiﬁuw?éﬂ1ﬂsz‘uumNzﬁu
o1m15v8e 1A wuiifidiuveadenfitmimenageunisadiuduladdsil Foludau
Duodenum (LD) 18un Mucor sp. (LD-PDA-01) U48& Rhizopus sp. (LD-PDA-03) ﬁy’asﬁuﬁ U Jejunum
(LY) 1Aun Aspergillus niger (LI-PDA-01), Rhizopus sp.(LJ-PDA-01) Uag Trichoderma sp.(LJ-PDA-03)
o5 1ludu Tium (L) 1Bus Trickoderma sp. (LI-PDA-02) o5 ludm Ceacum (LC) gud
Mucor sp. (LC-PDA-01) L%ﬂiﬂuﬁ’m Large intestine (LL) 1@un. Ewrotium sp. (LL-PDA-01) ludu
veauunfiSennszuumaauem1svedlas wud uuaiiselud1 18990898 Duodenum  1Aun
bacteria (LD-NA-01) uuafieludrldaindiu Ceacum 18uf bacteria (LC-NA-01) nuafiiSelud1d
PNFIY Large intestine h1(:]}Lm' bacteria (LL-NA-01) 111??’31«!‘116\1 Actinomycetes NTTULNTUAY
p1msvedln wuiieslud 1daindan Large intestine A Actinomycetes LL-NA-01 namsi1gaun3d
6l“lﬂlﬁ!’,]‘t‘lﬁl'm”] yimsnagoumsadseu lad amylase, cellulase, hemicellulase, ligninase, lipase L%
protease WU L%ﬂﬂﬁmmjﬂﬁ%\u%‘u‘l%ﬁ amylase ﬁﬁ'\i‘fj‘A. niger (LJ-PDA-01), Mucor sp. (LD-
PDA-01), Mucor sp. (LC-PDA-01), Rhizopus sp. (LD-PDA-03), Rhizopus sp. (LI-PDA-01) u@ag
Trichoderma sp. (LIPDA-02) 139519 ansoadruduland Cellulase 181 Rhizopus sp. (LI-PDA-01)
L%@ﬂﬁmmmﬁ%ﬁuguhﬁ hemicellulase ﬁﬁ\ii{A.niger (LI-PDA-01), Mucor sp.(LD-PDA-01), Mucor
sp. (LC-PDA-01), Eurotium sp.(LL-PDA-01), Rhizopus sp. (LD-PDA-03), Rhizopus sp.  (LJ-PDA-01),
Trichoderma sp. (LI-PDA-02) ¢ Trichoderma sp. (LI-PDA-03) ibos1inmisondredulan] lipase
18un Mucor sp. (LD-PDA-01) 48 Mucor sp. (LC-PDA-01) L%@ﬂﬁmmmﬁ%u%u%ﬁ protease
18un 4. niger (LI-PDA-01), Ewrotium sp. (LL-PDA-01), Trichoderma sp. (LI-PDA-02) uag
Trichoderma sp.(LJ-PDA-03) wosfamnsnadiasu e ligninase 'lALA Mucor sp. (LC-PDA-01)
LA Trichoderma sp.(LI-PDA-02) mMInadoumsas1adu laiveauniize Wi Bacteria(LD-NA-01),
Bacteria (LC-NA-02) 1tag Bacteria (LL-NA-01) 130831081 1937 hemicellulase 11ag ligninase a7U
wunfiGefieursoadradu sy amylase 18un Bacteria (LD-NA-01) 4@ Bacteria (LL-NA-01) lums
naaoumsadradule] cellulase wTifioq Bacteria (LD-NA-01) i1iiufiaunsoadss cellulase 14
mMsafraduleiuod Actinomycetes WU 31nmMInaTeuaNNmITalumsafrudu laives

Actinomycetes (LL-NA-01) §10150% Fradnland amylase, cellulase, hemicellulase 148 ligninase 14



Efficiency of Microorganism from Gastrointestinal Tracts of Chicken for Enzyme Production

ABSTRACT

A study on the efficiency of enzyme production of microorganism isolated from the
gastrointestinal tracts of chicken was conducted. The fungi isolated from the duodenum were: Mucor sp.
(LD-PDA-01) and Rhizopus sp. (LD-PDA-03). In the jejunum, the fungi isolated were: Aspergillus niger
(LJ-PDA-01). Rhizopus sp. (LJ-PDA-01) and Trichoderma sp. (LI-PDA-03). From the ilium,
Trichoderma sp. (LI-PDA-02 was found. In the caecum, Mucor sp. (LC-PDA-01) was isolated and in the
Large intestine Eurotium sp. (LL-PDA-01) was found. The bacteria isolated were still unidentified and
coded as LD-NA-01 (isolated from the duodenum), LC-NA-01 (from ceacum) and LL-NA-01 (from large
intestine). An Actinomycetes was isolated only in the large intestine and coded as LL-NA-01.

Result of enzyme analysis revealed that amylase was produced by isolates: A. niger (LJ-PDA-01),
Mucor sp. (LD-PDA-01), Mucor sp. (LC-PDA-01), Rhizopus sp. (LD-PDA-03), Rhizopus sp. (LJ-PDA-
01) and Trichoderma sp. (LI-PDA-02). The enzyme cellulose was produced by Rhizopus sp. (LJ-PDA-
01). Hemicellulase was produced by A. niger (LJ-PDA-01), Mucor sp. (LD-PDA-01), Mucor sp. (LC-
PDA-01), Eurotium sp. (LL-PDA-01), Rhizopus sp. (LD-PDA-3), Rhizopus sp. (LJ-PDA-01),
Trichoderma sp. (LJ-PDA-03). For the enzyme lipase, two isolates were found to produce this enzyme
namely: Mucor sp. (LD-PDA-01) and Mucor sp. (LC-PDA-01). Protease production was observed in A.
niger (LJ-PDA-01), Eurotium sp. (LL-PDA-01), Trichoderma sp. (LI-PDA-02) and Trichoderma sp. (L-
PDA-03). The enzyme ligninase was produced by Mucor sp. (LC-PDA-01) and Trichoderma sp. (LI-
PDA-02). For bacteria, it was found out that isolates LB-NA-01, LC-NA-02 and LL-NA-01 could
produce hemicellulase and ligninase. Moreover, bacterial isolates LD-NA-01 and LL-NA-01 could
produce amylase. The enzyme cellulose was produced by isolate LD-NA-01. The Actinomycetes (LL-

NA-01) could produce the enzymes amylase, cellulose, hemicellulase and ligninase.
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1. manageuanudwsalumsadrueulaiveusest Auenaind 114 lndaud e 1dun
3 1
1¥93114891 Duodenum (LD), Jejunum (LJ), Iljum (LI), Ceacum (LC) Lag Large intestine (LL) 9
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maadraen lasd
2 Amylase” Cellulase” Hemicellulase” Ligninase4 LipaseS/ Protease”
L¥D3I1 ,

Mucor sp. + - +- 5 + -
LD-PDA-01

Rhizopus sp. + - + - L -
LD-PDA-03

A.niger + - + A, - +
LJ-PDA-01

Rhizopus sp. + + + - - -
LJ-PDA-01

Trichoderma spp. - - + - - +
LJ-PDA-03

Phialophora spp. + - + - - +
LJ-PDA-01

Trichoderma spp. + - + + - +
LI-PDA-02

Mucor sp. + - + + + -
LC-PDA-01

Eurotium sp. - + + - - +
LL-PDA-01
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