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Genetic variation of water flea (Moina macrocopa) in Cladocerans group found in Bangkok
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ABSTRACT

Study on genetic variation of water flea (Moina macrocopa) were ramdomised collection near by 3 areas
which were Wat Utai-thammaram, Wat Sangkaracha and Wat Sriwareenoi, these areas are represented of
water flea found in Bangkok. The RAPD (random amplified polymorphic DNA) technique was used to
study by testing with 10 primers which were OPA 03, OPA 04, OPA 05, OPA 07, OPA 08, OPA 09, OPA
10, OPA 13, OPA 17 and OPA 19. Water flea were randomised and acclimated in laboratory room for 1
day, these were cleaned 2-3 hours per time before DNA extraction. Resultes found the similarity
coefficient between Wat Utai-hammaram and Wat Sangkaracha, Wat Sriwareenoi were 0.688 and 0.625,
respectively. In addition, 0.938 was the similarity coefficient between Wat Sangkaracha and Wat
Sriwareenoi. Genetic variation of water flea could be separate 2 stocks which were Wat Sangkaracha, Wat

Sriwareenoi and Wat Utai-thammaram.
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OPA 03 5~AGTCAGCCAC-3’
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OPA 05 5-GAAACGGGTG-3’
OPA 07 5-GAAACGGGTG-3’
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(168) s ngImumauilouvesuniine (nwi 4.3) dufus i 11855 mnnwazenlsunauite
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o SR AR f.e
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Lambda DNA / Hindlli Plus Marker

bp

23130*
8416
8557

4361*

Band Y94

2322
2027

=

I
LUANLIY

564 bp yualszinu

1000 bp

125

0.7% agarose

1 o a = @ v =3
MM 4.3 WA9INNITM PCR (16S) wumiﬂuﬁﬁauﬁum‘i’lTuummﬂﬁm‘lumamaﬁmum"lmm

'
(3 oS a o

AQNBBITUNTIM ( M: Marker , | A9 band YBILUATIEBNIAAIIAMIIN PCR (168), 2 AD negative)
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564 bp
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WUANiY
aualszunm
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navesm s S nafiSuediemniin RAPD —PCR TasnaassguiiiviSinanandnfiduienas
Inswediivna 10-12 Tandlelnd Taeld insmedanua 8 wiia wud InswesfdmmaiiindTune
wae 19185 5 ¥ila 14UR OPAO3 OPAO4 OPAO7 OPAO9 g OPA13 uavaiBuiefi IdnnInsiwed s wiia i
AvsaLRSueogluTag 3,000 - 500 bp wulnauRBweINgR 6 uoVABUIe wazesga 1 oL

ad
ABUID

& o o et o 1 1 @ as

el lnsmes OPA03 AnmmeRuaABueveslsuas 3 ngu wud1 lsunsingiiosssainsiuuay
SAdINTIF LA RAPD marker $117U 4 (ATBIMINY ABIATINUEYUIA 2,500, 1,700, 1,200 4ag 1,000
bp Mgy g suasianiaifilosl RAPD marker 142U 3 1n50anUE AB 1ATBININEYUIA 2,500,

a dadg 4 a g & o 1w
1,700, stz 1,200 bp JasareRuniadwea1nInsiues OPA04 Usnguoudwuie 1 Loy dlvuiamIny
b4
800 bp 104 151A4114 3 ngu Twstued OPA07 Wud1 RAPD marker vo lsuaeingiionssunsiuiiuiu 3
@E0evNTe Sunawiini 3,000, 2,000 waz 600 bp aud1ay vaei lsuasndadeasauazfaad s
Houii RAPD marker $117% 1 1A304H16 SU1namint 2,000 bp Insiwes OPA09 dioindnmansfiud
=1 g’; 1 ¥ o 4 | -
Aidue 151AIna 3 UHES WUY RAPD marker $142% 2 105091118 TyWIam 1A 1,500 i4ag 1,000 bp
n  dt g y 1 1oa 0 4

Ywsaes OPAL3 Antnanefiuviamue 151easia 3 unas WU una RAPD marker $1124 5 (A30enue Tu
lsuasiagsios ssuisununBinTeanuisuuia 2,500, 1,700, 1,500, 1,200 1az 700 bp #rulsuas

o @

L a = A
Sadusan uazindsaiiieeliinsoanunsviia 2,500, 1,700, 1,500, 1,200 1ag 1,000 bp
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OPAO03 OPA04 OPAO5 OPAO07

3000

1000
500

MW 4.6 aefiuvaEued 1dnmsdunsiziale lnswes OPA03 OPA04 OPA0S OPAO7 ¥B41iBIA8Y

¥ ¥
Uz Tavsnadagiosssunsu tsden)my: Tausnadadwsm uazlsi@elausnuia

= 9

3213108
M ABw@IATFIY 100 bp plus ladder
I @1eNuN DNA 4 l51aeTRgiesss1ns1u (OPAO3)

2 AENUN DNA 104 15UAIIATINT 131 (OPA03)

3 awiuW DNA veslsuasiasiaiiies (OPA03)
4 auRun DNA ¥0315uaaTngiuss s (OPAO4)

5 alonuN DNA ¥4 lsuasiadaans s (OPA04)
6  aenun DNA v lsuasiass1131o0 (OPA04)
7 mwhuW DNA v0315183948 (OPAOS)

8 a1oNuW DNA v04151a3da951%1 (OPAOS)

9 menun DNA ved lsuasi13iion (OPAOS)
10 aeWuW DNA vo1151e3g1is (OPAO7)

11 aeiu DNA vodlsiaedaus 191 (OPAO7)

12 anuN DNA 104 lsuasrinisiies (OPA0O7)
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3000

1000
500

A 4.7 asunawen ldanmsdunsizviale Insiues OPA08 OPA09 OPA10 OPA13 4941i01a89

¥ b 4
Yoz Tausnadagnesssinim tsmestiarye lavsnadadinsan nazlem@eslaiuinuia

a9

CERRERTLLY
M ABUONIATTIY 100 bp plus ladder
I awiuW DNA 184 151asingsiens s (OPA0S)

2 AMOAUN DNA ¥04 15ua3iadans 131 (OPAOS)

3 a1enu DNA ve9lsuaaiandaiiies (OPAOS)
4 @awiun DNA veelsuasiasivsssuniiu (OPA09)

5 oUW DNA vad 15unaindaas1an (OPA09)
6  awNuN DNA voi l5ipaiasiaiities (OPA09)
7 a1wiun DNA vadl5uaigyis (OPA10)

8 muNuW DNA vealsuaadansian (OPA10)

9 oW DNA ve4l5uaniiiies (OPAL0)
10 a1wiui DNA ¥04151a3910 (OPA13)

11 oy DNA vedlsuasdansan (OPA13)

12 a1eNUW DNA v03 15Uaea5 115100 (OPAL3)
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M1

— T T s
066 073 080 087

Coefficient

094

MW 4.8 Phylogenetic tree Y94 1511a4113 3 unaa lsuasiagiosssinsim (), lsuasiadausin (M2)

o =) S 9
naz lsuasiass i3 o (M3)

Egg-carrying female

Asexual
reproduction

Sexual
reproduction

Developnng embryo

phippiai-

wehippie carrying female

4' o ¢
M 4.9 szUuMsAuRugue lsuas

(M: Leung, 2009)
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